
used samples
/HerwigQCDPt***/Summer08_IDEAL_V11_redigi_v1/GEN-SIM-RECO
*** -> 15,30,80,170,300,470,800,1400,2200,3000
about 2M events
samples not yet weighted

problems
too few events in Herwig samples if applying isolation cuts

I very loose cuts used

pythia samples bigger but problems with crab
I not located at desy
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