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Motivation
• HCI spectroscopy will be applied to a number of

different HCIs
• Procedures for data recording well defined
• Here, we will be concerned with the data analysis

code that might be used & adapted by more than
one person at a time

• Jonas and I looked at the code (provided by
Lakshmi)



The Code - Scope
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The Code - Status



The Code - Status
• Written bei Nils Rehbehn
• 25k lines of python code
• Fully procedural, long functions

• Easy to run on a batch system
• Uses standard python packages (numpy, matplotlib, argparse....)

• Very sparse documentation/comments
• Does not reside in a software repository (no versioning)
• No software tests defined (e.g. a fixed analysis that must not be broken by code

changes)



The Code – Proposal: what to do

• Store the code in a repository
(DESY gitlab requires DESY 
account...)

• Give it a name! 
• Apply limited versioning
• Document code changes (change

log)
• Document installation, 

inputs/outputs and basic usage
(README file or web page?)

• Document analysis procedures
(e.g. for specific HCIs)

• Add a complicated test (e.g. a
previous analysis)

• Assign someone responsible for
the code

• Add slowly more in-line
documentation (e.g. docstrings)



The Code – Proposal: what to AVOID

• Motivation: lack of manpower and
limited number of code users

• Re-write the code in an oo fashion
• Improve the code using tools like 

pylint
• Setup a system for continuous

testing (software is compiled and
tested at regular intervals)

• Add standard testing procedures
(e.g. pytest)



Critical Mass !


